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Abnva
ABrva '
104 34 12 OxtwBpiou 2023
Exnaideuorn

2005-2010 A18axt®p TTATIOTIKAG
[Maveruowmpo  Tunpa Ztatioukng kat AopaAiotikng Emotung
[Mavermotnuio Iepaing, EAAGSa
AwatpiBry  EmiAuor tou npoBArpatog evadlayng euketov ot Mrietilavr avdAuon pei§env kata-
VOULQV
EmBAénov Twpyog HAdrourog, Kabnyning

2003-2005 Metantuyxiaro otnv Epappoopévrn Ztatiotiky
Haveruowmpo  Tunpa Ztatioukng kat Aopaiiotikng Emotung
[Mavermotnuio Iepaing, EAAASa
AwatpiBry  MreGliavr) CUPTIEPACIATOAOYIA OE TEMEPACHUEVES HEIGEIS KATAVOUGV
EmBAénov TMeopyog HAdrourog, Kabnynirg

1999-2003 IItuyio Ma®npatikov
I[Maveruomuo  Tunpa Mabnpatkeov
[Mavermotnuio Iatpov, EAAGSa
AMrmdopatikn — BeAtioon ekupntov oty eKOETIKY Katavoun
Epyaocia
EmBAénov  Ztaupog KoupouxAng, Kabnyntng

ZrpatidTiky dnteia

2010-2011 ExmAnpopévn

Axadnpairég 9€oc1g

2020- Emnikoupog Kadnyntig
[Maveruotmpo  Owovopko [avermotnpio ABnvev
Tunpa Z1atoukng
2018-2020 ITavemiOTHULAKOG UNLOTPOPOG
[Mavermotpio  Owovopiko Iavemotnpio AGnvev
Tpfpa Z1atiotkng



2015-2018
[Tavermotnio

Project
PI

Iepypagn

2012-2015
[Mavermotnio

Project
PI

[eprypagn

2011-2012
[Tavermotpio

Project
PI

[epypagn
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Metad18artopikog epeuvnTyg

Division of Informatics, Imaging and Data Science

Faculty of Biology, Medicine and Health

University of Manchester, UK

Bayesian Inference and Statistical Bioinformatics II

Prof. Magnus Rattray

Develop Bayesian methods of inference in mixture and latent class models with
applications including large-scale RNA-Sequencing data, clinical data of patients
with asthma and growth-data time series.

Metad18aKktoplkog speuvn TG

Faculty of Life Sciences

University of Manchester, UK

Bayesian Inference and Statistical Bioinformatics I

Prof. Magnus Rattray

Develop Bayesian methods of inference for estimating gene expression with RNA-
Sequencing data.

Metab18aKrToplrROGg EpeUVNTHS

Unité de Recherche en Genomique Végétale, Evry, Ile-de-France

Institut National de la Recherche Agronomique (INRA), France

Unsupervised clustering of RNA-Sequencing data

Marie-Laure Martin Magniette (INRA)

Efficient Maximum Likelihood estimation of high-dimensional mixture models with
applications in clustering gene expression data.

Xpnpatodotnon EPEUVITIRAOV £PYRV

2023 - 2024

2021 - 2023

Xpnpatodotnorn ota miaiola tou nipoypdppatog «Evioxuon Epeuvnuikng Aptoteiag Ot-
KovopikoU Ilavermotnpiou ABnvev» KATOrmv OXEUKLG SNIOCIEVUONG EPEUVITIKGOV ATTO-
TEAEOPATROV.

Ermotnpovikog ureubuvog oto epeuvnukod £pyo pe titdo «Avarttudn pefodwv urodo-
YIOTIKAG LTATIOTIKAG Yla OUnIepacpatodoyia oe poviéda Aavldvouonv petaBAntovy
xpnpatodotovpevo ano ) «APAZH 1: Evioxuon Enikoupeov Kabnyntov pe Snteia oto
OTIA pikpOTEPT TRV 6 ETOV».

Ynotpogicg - BpaBeia - Alarpioeig

2010

2006-2009

2006

2006

TwnBeig pe 1o «BpabBeio kaAutepng epyaciag véou ZiatioukoU» yid v epyaocia “On
the convergence of ECR algorithm for the solution of the label switching problem”,
IOU Tapouctactnke oto 230 Zuvedpio tou EAAnvikou Ztatiotikou Ivotitoutou (Bépoia
- EAAGSa, 7-11 Anpidiou 2010).

Yrotpodia aro 1o ‘Ipuua Kpatkov Yrotpopiav (IKY) yia orioubég H16aKTopikoU £1Tt-
niedou otov Topéa IMBavotiOv/LTaTioTIKAG.

Katataybeig otv 1n 9éon Babpoldoyiag otg e&etdoeig tou Ispuuarog Koatikaov Yrorpo-
eLov (IKY) ya ) xpnpatodotnon ornoudav didaktopikou srureédou otov Topéa IMba-
VOTNT®V/LTATIOTIKAG.

Apioteio ipoodou oto Ipdypappa Metamuyiakov Zroudov oty «Epappoopévn Zta-
Toukry, [avermotpio Ielpaiwg.
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AlSarTIKO £pyo

Avutoduvapn 618aoralia

IIporttuytard padnpata

2021 - .-+ Tpappwkd Moviéda, Tpnpa Ztatiotikg (UIoXpemtiko pdadnua 2o0u £toug), O1KOVOIIKO
[Mavermotpuio ABnvov
2018 - ---  Médobor MneiQiavng Zuunepaouarofoyiag, Tpfipa Ztauotkig (pabnpa 4ou €toug),

Owovopko IMavermotnpio ABnvav

2019 - 2020 Mn Iapauctpkn Ztatoukn, Tphpa Ltatioukng (pabnpa 4ou €toug), Owovopko Ia-
vermotpio Aénvev

2019 - 2020 Avajvon Kamyopwov Acdopcvov, Tpnpa Ltatotikyg (pabnpa 4ou €toug), Okovopt-
KO IMavermotrpio AGnvov

2018 - 2019 Ewbwka Ocuata IIdavomov kat Statiotukng: Oswpia Atogpacsomv, Tpnpa Statiotikng
(paBnpa 4ou £toug), Owovopiko [Maveruotpio ABnvov

Metantuyiakda padfipata

2020 - - .- Probability and Statistics _for Data Analysis, MSc in Data Science, School of Informa-
tion Sciences and Technology of the Athens University of Economics and Business.

2021 - - -- Statistical Genetics - Bioinformatics, MSc in Statistics, Department of Statistics,
Athens University of Economics and Business

2021 - - -- High Dimensional Statistics, MSc in Applied Statistics, Department of Statistics,

Athens University of Economics and Business

Tuvdidaoxkalia

2018-2019 Bayesian Statistics and Simulation, Metantuyiako oty Emmotpn Asdopévav, Owo-
vouko Iaveruotpio ABnvev (padl pe Kabnynty k. Ieavvn Nt¢ougppa)

2018-2019 Statistics for Business Analytics 1I, Metammtuyxiako Business Analytics, Owkovopiko
Haveruotpo ABnvev (padl pe Kabnynty k. Anurjtpn Kapln)

2018-2019 AvaAvon Asbouévav ue xpnon me R, Kévipo Ata Biou Mdbnong, Owovopikd Iavert-
oo ABnvev (padi pe Kabnynt) k. Ieavvn Nt¢ougppa)

2005-2010 YmoAoywoukn Zratotkn kar Texvikeg mpooouoiwong, Metarntuxiako otnv Epappoopévy
Ztatuotky (padnpa 20u €roug), Mavermotpio Hepatd (padi pe Kabnynt) k. MixdAn
Mrtoutoika)

2005-2010 Zrauotwn I: Extuuntucn, Tpnpa Ztatiouknig kat AopaAiotuikng Emotiung (pdbnpa 2ou
€toug), ITavermotpio epatd (padi pe Kabnynt k. Nopyo HAtdroulo).

2005-2010 Zrauotwwn 1I: 'Efeyxog Ymodéoewv, Tunna Zratiotkng kat Acpadiotikng Emotnung
(paBnpa 3ou £toug), MMaveruotpio Hepaia (padi pe Kabnyrpia k. Mapia Katépn)

2005-2010 Zrauouxa Iaxéra, TphApa Ztatioukng kat Acpaldiotikng Emotpung, (pabnupa 4ou
€roug) ITavermotuio Iepatd (padi pe Kabnyntt) k. MixdaAn Mroutoika)

EmpéAdcera-Zuyypadpn Ardaktikou YAtkoU

2019 Medobor MretiQiavng Zuunepaouatofoyiag, onpeinostg pabnpatog, Turpa Ztatiotkrg,
Owovopko Iavermotnuio ABnvav

2019 Ewbwka Ocuata [Midavotniov kal Ztatiotkng: Oswpia ATogace®v, onueinoelg pabnpa-
10g, Tpnpa Ztatiotikyg, Owkovopiko Iavemotrpio AGnvov
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Anpooilevdosig oe 81eOvn MeEPLOS1KA Pe TO CUCTHRA KPLTOV

[Al]

[A2]

[A3]

[A4]

(A5]

[A6]

[A7]

[A8]

[A9]

[A10]

[A11]

[A12]

[A13]

[A14]

Panagiotis Papastamoulis and George Iliopoulos. Reversible jump MCMC in mix-
tures of normal distributions with the same component means. Computational
Statistics & Data Analysis, 53(4):900-911, 2009

Panagiotis Papastamoulis and George Iliopoulos. An artificial allocations based
solution to the label switching problem in Bayesian analysis of mixtures of distribu-
tions. Journal of Computational and Graphical Statistics, 19(2):313-331, 2010
Panagiotis Papastamoulis and George Iliopoulos. On the convergence rate of ran-
dom permutation sampler and ECR algorithm in missing data models. Methodology
and Computing in Applied Probability, 15(2):293-304, 2013

Panagiotis Papastamoulis. Handling the label switching problem in latent class
models via the ECR algorithm. Communications in Statistics - Simulation and Com-
putation, 43(4):913-927, 2014

Panagiotis Papastamoulis, James Hensman, Peter Glaus, and Magnus Rattray.
Improved variational Bayes inference for transcript expression estimation. Statistical
Applications in Genetics and Molecular Biology, 13(2):213-216, 2014

James Hensman*, Panagiotis Papastamoulis*, Peter Glaus, Antti Honkela, and
Magnus Rattray. Fast and accurate approximate inference of transcript expression
from rna-seq data. Bioinformatics, 31(24):3881, 2015. * Joint first authors
Panagiotis Papastamoulis, Marrie-Laure Martin-Magniette, and Cathy Maugis-
Rabusseau. On the estimation of mixtures of Poisson regression models with large
number of components. Computational Statistics & Data Analysis, 93 (3rd special
issue on Advances in Mixture Models):39-106, 2016

Panagiotis Papastamoulis. label.switching: An R package for dealing with the label
switching problem in MCMC outputs. Journal of Statistical Software, 69(1):1-24,
2016

Panagiotis Papastamoulis and Magnus Rattray. A Bayesian model selection ap-
proach for identifying differentially expressed transcripts from RNA sequencing data.
Journal of the Royal Statistical Society, Series C (Applied Statistics), 67(1):3-23, 2018
Panagiotis Papastamoulis and Magnus Rattray. BayesBinMix: an R package for
model based clustering of multivariate binary data. The R Journal, 9(1):403-420,
2017

Panagiotis Papastamoulis and Magnus Rattray. Bayesian estimation of differen-
tial transcript usage from RNA-seq data. Statistical Applications in Genetics and
Molecular Biology, 16(5-6), 2017

Rebecca Howard, Danielle Belgrave, Panagiotis Papastamoulis, Angela Simpson,
Adnan Custovic, and Magnus Rattray. Evolution of IgE responses to multiple aller-
gen components throughout childhood. Journal of Allergy and Clinical Immunology,
142(4):1322-1330, 2018

Panagiotis Papastamoulis. Overfitting Bayesian mixtures of factor analyzers with
an unknown number of components. Computational Statistics and Data Analysis,
124(DOI:10.1016/j.csda.2018.03.007):220-234, 2018

Panagiotis Papastamoulis, Takanori Furukawa, Norman van Rhijn, Michael Brom-
ley, Elaine Bignell, and Magnus Rattray. Bayesian detection of piecewise linear
trends in replicated time-series with application to growth data modelling. The In-
ternational Journal of Biostatistics, 16(1):20180052, 2020

YeAlda 4 amno 8



[Navaywtng [TaraotapouAng - Bloypadikd

[A15] Panagiotis Papastamoulis. Clustering Multivariate Data using Factor Analytic
Bayesian Mixtures with an Unknown Number of Components. Statistics and Com-
puting, 30:485-506, 2020

[A16] Panagiotis Papastamoulis and loannis Ntzoufras. On the identifiability of bayesian
factor analytic models. Statistics and Computing, 32(2):23, 2022

[A17] Sayema Rahman, Norman van Rhijn, Panagiotis Papastamoulis, Darren D. Thom-
son, Zorana Carter, Rachael Fortune-Grant, Magnus Rattray, Michael John Brom-
ley, and Elaine Bignell. Distinct cohorts of aspergillus fumigatus transcription fac-
tors are required for epithelial damage occurring via contact- or soluble effector-
mediated mechanisms. Frontiers in Cellular and Infection Microbiology, 12, 2022

[A18] Panagiotis Papastamoulis. Model based clustering of multinomial count data.
Advances in Data Analysis and Classification. DOI: 10.1007/s11634-023-00547-5,
2023

Epyaoieg unoBeBAnpéveg npog dnpootevon

[A19] Panagiotis Papastamoulis and Fotios Milienos. Bayesian inference and cure rate
modeling for event history data. arXiv:2310.06926 [stat.ME], 2023

Movoypagieg

[M1] Apostolos Batsidis, Panagiotis Papastamoulis, Konstantinos Petropoulos, and
Athanasios Rakitzis. Non parametric Statistics. Kallipos, Open Academic Editions,
DOI: dx.doi.org/10.57713/kallipos-102, 2022

IIpookeRANpEVOG OpAnTrg

2011 Solution to the label switching problem in Bayesian analysis of mixture models. Math-
ématiques et Informatique Appliquées - AgroparisTech seminar, Paris, France

2012 Clustering high-throughput sequencing data using Poisson mixture models. Statistics
for Systems Biology (SSB) seminar, Jouy en Josas, France

2013 Approximating the posterior distribution of mixture weights with application to tran-
script expression estimation. Representing Greece in the 18th European Young Statis-
ticians Meeting, Bernoulli Society for Mathematical Statistics and Probability. Osi-
jek, Croatia.

2014 Bayesian inference for high throughput sequencing data. NextGenBug Bioinformatics
User Group meeting, University of Aberdeen, Scotland

2016 Bayesian methods for inference in high-throughput biomedical data. Department of
Humanities, University of Manchester, UK.

2021 Onthe identifiability of factor analytic models. Department of Mathematical Sciences,
University of Durham, UK.

2022 Clustering multivariate data using finite mixture models. Tpnpa Ztatioukng & A-
opaAlotikng Emotmpung, Mavermotrpo Iepaia .
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EmAeypéveg AVarOlV@OELG 0 ZUVESpLa

(£1) RJIJMCMC in mixtures of normal distributions with same component means. 20th
Conference of the Greek Statistical Institute. Nicosia - Cyprus, 11-15 April 2007
(22) The label switching phenomenon in mixtures of distributions and multivariate re-
gressions. 21st Conference of the Greek Statistical Institute. Samos - Greece, 30
April-4 May 2008
(£3) A new solution to the label switching problem of MCMC outputs. Greek Stochastics
o/. Lefkada - Greece, 28-31 August 2009
(24) On the convergence of ECR algorithm for the solution of the label switching problem.
23rd Conference of the Greek Statistical Institute. Veroia - Greece, 7-11 April 2010
(£5) Model-based clustering for high-throughput sequencing data to determine similar
expression profiles across genes. 4th StatSeq workshop, University of Verona - Italy,
18-19 April 2012
(£6) Approximate Inference for Transcript Quantification in RNA-Seq. 23rd workshop:
Mathematical and Statistical Aspects of Molecular Biology, Imperial College, London
- UK, 11-12 April 2013
(£7) Approximating the posterior distribution of mixture weights with application to tran-
script expression estimation. 18th European Young Statisticians Meeting. Osijek -
Croatia, 26-30 August 2013
(£8) Identifying differentially expressed transcripts via a Reversible Jump MCMC sam-
pler. 13th European Conference on Computational Biology, Strasbourg - France,
7-10 September 2014
(29) Bayesian methods for inferring Differential Transcript Usage from RNA-seq data.
26th workshop: Mathematical and Statistical Aspects of Molecular Biology, Cam-
bridge - UK, 3-4 October 2016
(210) Bayesian clustering identifies allergic response patterns that are predictive of clinical
outcomes. NIPS 2016 Workshop on Machine Learning for Health NIPS 2016 Workshop
on Machine Learning for Health, Barcelona - Spain, 9-10 December 2016
(211) Dimension reduction and parallel tempering schemes in Bayesian analysis of mix-
ture models. Greek Stochastics (/. Milos - Greece, 14-17 July 2017
(212) A Bayesian model selection approach for identifying differential expressed tran-
scripts from RNA sequencing data. Royal Statistical Society Annual Conference,
Glasgow - UK, 4-7 September 2017
(213) Parallel tempering and dimension reduction schemes for Bayesian estimation of
multivariate mixture models with unknown number of components. Greek Stochas-
tics x’. Athens - Greece, 19-22 December 2018
(214) Bayesian detection of piecewise linear trends in replicated time-series with applica-
tion to growth data modelling. Statistics 5. Aigina - Greece, 6-9 September 2019
(215) Clustering replicated multinomial data. Workshop in model-based clustering. Athens
- Greece, 25-30 October 2021
(216) Model based clustering of multinomial count data. CMStatistics. London - UK,
17-19 December 2022
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IF'A®O0CEg MPOYPAPRHNATIONOU KAl AOYIOHLKO avolXToU K®dtka

I\wooeg
R packages

C++ software

Reproducibility

C++, Fortran, Mathematica, R

https:
https:
https:
https:
https:
https:
https:
https:
https:
https:

//CRAN.
//CRAN.
//CRAN.
//CRAN.
//CRAN.
//CRAN.
//CRAN.

R-project.

R-project

R-project.
R-project.

R-project

R-project.

R-project

org/package=multinomiallLogitMix

.org/package=factor.switching

org/package=fabMix
org/package=BayesBinMix

.org/package=beast

org/package=label.switching

.org/package=poisson.glm.mix

//github.com/BitSeq
//github.com/mgbssppe/cjBitSeq

//github.com/mgbssppe/gen_dir_vb

Kodwkag o R-weave yia v avanapayeyn tov arnotedeopdiov tou dpbpou [2]:
http://www.tandfonline.com/doi/suppl/10.1198/3jcgs.2010.09008
Kodwkag o R/C++ yla v avanapayeyl) TV anotedeopdiov tou dpbpou [6]:
https://github.com/BitSeq/BitSeqVB_benchmarking

Kodwkag oe R/C++ yla v avanapayeyl TV arnotedeopdiov tou dpbpou [8]:

https://www.jstatsoft.org/article/view/v069c01
Kodikag os R/C++ yla v avanapaywyr IOV arotedeopdiov tou apbpou [9]:

https://github.com/ManchesterBioinference/cjBitSeq benchmarking

Kodikag R yua

MV  avanapay®yr TeV arnoteAeopdtov  tou  apbpou [10]:

http://personalpages.manchester.ac.uk/staff/panagiotis.papastamou

lis/BayesBinMix_reproducible_script.R

Kpttng o 61e0vn neplodira

Zratoukr)lg  Communications in Statistics

Computational Statistics and Data Analysis

Journal of Computational and Graphical Statistics
Journal of Educational and Behavioral Statistics

Journal of the Royal Statistical Society

Statistical Applications in Genetics and Molecular Biology
Statistics and Its Interface
The American Statistician

‘AAAa

Test

Advances in Data Analysis and Classification
BMC Bioinformatics

BMC Genomics

BMC Systems Biology
Educational and Psychological Measurement

Genome Biology

IEEE/ACM Transactions on Computational Biology and Bioinformatics
PLoS ONE
Software X
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A101RNTIKO £pyo oto Owkovopiko Ilavenotpio AGnvov

2021 - .-+ MéAog NG EMIPOITHG MPOYPAPHATOS MPOITTUXIAK®V oroudmv Tunpatog Ltatiotkig
Owovouikou IMavermotnpiou ABnvov

2021 - .-+ MéAog g errporig odnyou orroudwv Tpnpatog Zratioukng Owovopkou Iavermotn-
piou ABnveov

2021 - .-+ Axadnpuaikog uneubuvog nipoypappatog Erasmus Tunpatog Ztatiotikng Otkovopikou
[Mavermotnpiou ABnvaev

2022 - -+ MéAog tng onddag eowtepikrg aglodoynong (OM.E.A.) Tunpuatog Ztatioukig Okovo-
pnwkou INavermotnpiou ABnveov

2021 - -+ M¢édog g £mtpornng Impoypdppatog ornoudov tou [Ipoypappatog Metamtuyiakmv

Znioudwv otnv Epappoopévn LZratotiky tou Tunpatog Zratotikig Owovopikou Ila-
vermotnpiou ABnvaov

2022 - .-+ Mé£Aog NG EMTPOIG IIPOYPAATOg ortoudmv tou Alatpnpatikou [Ipoypdppatog Me-
Tanuyakev rnoudov oy Emotfun Asdopévav tou Okovopikou Ilaveruotnuiou A-
Invav

A10pydveo1 ouveSpiov & AoMV EPEUVNTIKAV Spactnplotntav

2020 - -+ Alopyavetng tng Oelpdg E£PEUVNTIKAOV Ogpivapiov tou tprpatog Xratiotkng, OIIA
https://www.dept.aueb.gr/el/stat/content/ereynitikaseminaria
2021 Mé£Aog g TOTTKEG 510pyaAVOTIKNG eritport)g tou “22nd European Young Statisticians
Meeting” (EYSM), nou tedet und v atyida g Bernoulli Society: 6-10 ZermtepBpiou
2021, ITavtewo IMaveruotmyio. .
2021 MéAog NG TOITKLG 810pyaveTIKLG ermitport)g tou “27th Autumn Working Group on
Model-Based Clustering”, Owkovopiko ITavermotijpio ABnvev, 25-30 OkteBpiou, 2021

EniBAe 1 PETANTUXIAROV SIMAGPRATIKAV £PYACLROV

1.

Lafazanidi A (2019). Customer churn rate / attrition rate: prediction of customer loss. MSc in Data
Science, AUEB

Savvelis A (2019). Machine learning algorithms R&D via opensource technology. MSc in Data
Science, AUEB

. Patta E (2020). Bayesian Variable Selection using approximate Bayesian computation. School of

Applied and Physical Sciences, NTUA.

[Ipama X (2022). Zrauotuen avdivon xpovojoyukov ocpov e EAXTAT yia thv tepiodo 2008-2019,
[IMX otnv Epappoopévn Zratiotikr), OITA

Pagkrati K (2022). Clustering mixed type data, MSc in Applied Statistics, AUEB

Gkiokas, I (2022). Approximate Bayesian computation methods for finite mixture models, MSc in
Statistics, AUEB

. Kirillov K (2022). Popularity and usage of statistical - data science software, MSc in Applied Stati-

stics, AUEB

I'kwadidng N (2023). Metonon e aviay®uloTikng 100ppomiag oto Tod0oPaioo xenoYOToIOUTag £va
stochastic block model, MSc in Applied Statistics, AUEB

. Fliris N (2023). Bayesian Factor Analysis, MSc in Statistics, AUEB
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